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PacI (3101)
BspLU11I  (3111)

ApaLI (3425)

PacI (3841)

NsiI (3926)

NsiI (3998)

NcoI (4087)

AvrII  (4180)
SmaI  (4201)
AseI  (4250 )

BspHI  (4307)
XmnI (4311)

BstXI (4586)

Bsp120I (4748)

FspI  (5000 )
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XhoI  (5017 )

BsrBI (5020)

NotI  (5022 )

EagI  (5023)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGGTGGGTAGGGATGAGGGAGGGAGGGGCATTGTGATGTACAGGGCTGCTCTGTGAG

ATCAAGGGTCTCTTAAGGGTGGGAGCTGGGGCAGGGACTACGAGAGCAGCCAGATGGGCTGAAAGTGGAACTCAAGGGGTTTCTGGCACCTACCTACCTG

CTTCCCGCTGGGGGGTGGGGAGTTGGCCCAGAGTCTTAAGATTGGGGCAGGGTGGAGAGGTGGGCTCTTCCTGCTTCCCACTCATCTTATAGCTTTCTTT

CCCCAGATCCGAATTCGAGATCCAAACCAAGGAGGAAAGGATATCACAGAGGAGACCATGGAGAGCAAGGCGCTGCTCGCTGTCGCTCTGTGGTTCTGCG

TGGAGACCCGAGCCGCCTCTGTGGGTTTGCCTGGCGATTTTCTCCATCCCCCCAAGCTCAGCACACAGAAAGACATACTGACAATTTTGGCAAATACAAC

CCTTCAGATTACTTGCAGGGGACAGCGGGACCTGGACTGGCTTTGGCCCAATGCTCAGCGTGATTCTGAGGAAAGGGTATTGGTGACTGAATGCGGCGGT

GGTGACAGTATCTTCTGCAAAACACTCACCATTCCCAGGGTGGTTGGAAATGATACTGGAGCCTACAAGTGCTCGTACCGGGACGTCGACATAGCCTCCA

CTGTTTATGTCTATGTTCGAGATTACAGATCACCATTCATCGCCTCTGTCAGTGACCAGCATGGCATCGTGTACATCACCGAGAACAAGAACAAAACTGT

GGTGATCCCCTGCCGAGGGTCGATTTCAAACCTCAATGTGTCTCTTTGCGCTAGGTATCCAGAAAAGAGATTTGTTCCGGATGGAAACAGAATTTCCTGG

GACAGCGAGATAGGCTTTACTCTCCCCAGTTACATGATCAGCTATGCCGGCATGGTCTTCTGTGAGGCAAAGATCAATGATGAAACCTATCAGTCTATCA

TGTACATAGTTGTGGTTGTAGGATATAGGATTTATGATGTGATTCTGAGCCCCCCGCATGAAATTGAGCTATCTGCCGGAGAAAAACTTGTCTTAAATTG

TACAGCGAGAACAGAGCTCAATGTGGGGCTTGATTTCACCTGGCACTCTCCACCTTCAAAGTCTCATCATAAGAAGATTGTAAACCGGGATGTGAAACCC

TTTCCTGGGACTGTGGCGAAGATGTTTTTGAGCACCTTGACAATAGAAAGTGTGACCAAGAGTGACCAAGGGGAATACACCTGTGTAGCGTCCAGTGGAC

GGATGATCAAGAGAAATAGAACATTTGTCCGAGTTCACACAAAGCCTTTTATTGCTTTCGGTAGTGGGATGAAATCTTTGGTGGAAGCCACAGTGGGCAG

TCAAGTCCGAATCCCTGTGAAGTATCTCAGTTACCCAGCTCCTGATATCAAATGGTACAGAAATGGAAGGCCCATTGAGTCCAACTACACAATGATTGTT

GGCGATGAACTCACCATCATGGAAGTGACTGAAAGAGATGCAGGAAACTACACGGTCATCCTCACCAACCCCATTTCAATGGAGAAACAGAGCCACATGG

TCTCTCTGGTTGTGAATGTCCCACCCCAGATCGGTGAGAAAGCCTTGATCTCGCCTATGGATTCCTACCAGTATGGGACCATGCAGACATTGACATGCAC

AGTCTACGCCAACCCTCCCCTGCACCACATCCAGTGGTACTGGCAGCTAGAAGAAGCCTGCTCCTACAGACCCGGCCAAACAAGCCCGTATGCTTGTAAA

GAATGGAGACACGTGGAGGATTTCCAGGGGGGAAACAAGATCGAAGTCACCAAAAACCAATATGCCCTGATTGAAGGAAAAAACAAAACTGTAAGTACGC

TGGTCATCCAAGCTGCCAACGTGTCAGCGTTGTACAAATGTGAAGCCATCAACAAAGCGGGACGAGGAGAGAGGGTCATCTCCTTCCATGTGATCAGGGG

TCCTGAAATTACTGTGCAACCTGCTGCCCAGCCAACTGAGCAGGAGAGTGTGTCCCTGTTGTGCACTGCAGACAGAAATACGTTTGAGAACCTCACGTGG

MetGluSerLysAlaLeuLeuAlaValA laLeuTrpPheCysV

a lG luThrArgA laA laSerVa lG lyLeuProG lyAspPheLeuH isProProLysLeuSerThrG lnLysAsp I l eLeuThr I leLeuAlaAsnThrTh

rLeuG l n I leThrCysArgGlyG lnArgAspLeuAspTrpLeuTrpProAsnAlaG lnArgAspSerG luG luArgValLeuValThrG luCysGlyG ly

G lyAspSer I lePheCysLysThrLeuThr I leProArgValVa lG lyAsnAspThrG lyAlaTyrLysCysSerTyrArgAspValAsp I l eA l aSe rT

hrVa lTyrVa lTyrVa lArgAspTyrArgSerProPhe I l eA l aSe rVa l Se rAspG l nH i sG l y I l e V a l T y r I leThrGluAsnLysAsnLysThrVa

lVa l I l eP roCysArgG lySer I leSerAsnLeuAsnValSerLeuCysAlaArgTyrProGluLysArgPheValProAspGlyAsnArgI l eSerTrp

AspSerG lu I leG lyPheThrLeuProSerTyrMet I l eSerTyrA laG lyMetVa lPheCysG luA laLys I l eAsnAspG luThrTyrG lnSer I l eM

etTy r I l eVa lVa lVa lVa lG l yTy rA rg I leTyrAspVal I l e LeuSe rP roP roH i sG l u I leG luLeuSerA laG lyG luLysLeuVa lLeuAsnCy

sThrA laArgThrG luLeuAsnVa lG lyLeuAspPheThrTrpH isSerProProSerLysSerH isH isLysLys I leValAsnArgAspValLysPro

PheProGlyThrVa lA laLysMetPheLeuSerThrLeuThr I l eG luSerVa lTh rLysSerAspG lnG lyG luTyrThrCysVa lA laSerSerG lyA

rgMet I leLysArgAsnArgThrPheValArgValH isThrLysProPhe I l eA laPheG lySerG lyMetLysSerLeuVa lG luA laThrVa lG lySe

rG l nVa lA rg I l eProVa lLysTyrLeuSerTyrProA laProAsp I leLysTrpTyrArgAsnGlyArgPro I leG luSerAsnTyrThrMet I l eVa l

G lyAspGluLeuThr I leMetG luVa lThrG luArgAspAlaG lyAsnTyrThrVa l I leLeuThrAsnPro I leSerMetG luLysG lnSerH isMetV

a lSe rLeuVa lVa lAsnVa lP roP roG ln I l eG l yG l uLysA l aLeu I leSerProMetAspSerTyrGlnTyrGlyThrMetGlnThrLeuThrCysTh

rVa lTy rA l aAsnP roP roLeuH i sH i s I l eG lnTrpTyrTrpG lnLeuG luG luA laCysSerTyrArgProG lyG lnThrSerP roTyrA laCysLys

G luTrpArgH isVa lG luAspPheG lnG lyG lyAsnLys I l eG luVa lThrLysAsnG lnTyrA laLeu I leG luG lyLysAsnLysThrVa lSerThrL

euVal I l eG lnA laA laAsnVa lSe rA laLeuTyrLysCysG luA la I leAsnLysAlaG lyArgG lyG luArgVa l I l eSerPheH isVa l I leArgG l

yP roG l u I leThrVa lG lnProAlaA laG lnProThrG luG lnG luSerVa lSerLeuLeuCysThrA laAspArgAsnThrPheG luAsnLeuThrTrp

SgfI  (7 )
PvuI (8)
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TACAAGCTTGGCTCACAGGCAACATCGGTCCACATGGGCGAATCACTCACACCAGTTTGCAAGAACTTGGATGCTCTTTGGAAACTGAATGGCACCATGT

TTTCTAACAGCACAAATGACATCTTGATTGTGGCATTTCAGAATGCCTCTCTGCAGGACCAAGGCGACTATGTTTGCTCTGCTCAAGATAAGAAGACCAA

GAAAAGACATTGCCTGGTCAAACAGCTCATCATCCTAGAGCGCATGGCACCCATGATCACCGGAAATCTGGAGAATCAGACAACAACCATTGGCGAGACC

ATTGAAGTGACTTGCCCAGCATCTGGAAATCCTACCCCACACATTACATGGTTCAAAGACAACGAGACCCTGGTAGAAGATTCAGGCATTGTACTGAGAG

ATGGGAACCGGAACCTGACTATCCGCAGGGTGAGGAAGGAGGATGGAGGCCTCTACACCTGCCAGGCCTGCAATGTCCTTGGCTGTGCAAGAGCGGAGAC

GCTCTTCATAATAGAAGGTGCCTAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATG

CTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACA

ACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCATTTAAATG

TTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGC

ATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGT

TCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAG

GTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGAC

ACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGG

CTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCT

GGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGT

GGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAGCTGTACACTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTC

CCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATG

CATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAA

TTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCTGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCT

CCCGGGAGCTTGTATATCCATTTTCGGATCTGATcagCACGTGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACAAGGTGAGGA

ACTAAATCATGAAGACCTTCAACATCTCTCAGCAGGATCTGGAGCTGGTGGAGGTCGCCACTGAGAAGATCACCATGCTCTATGAGGACAACAAGCACCA

TGTCGGGGCGGCCATCAGGACCAAGACTGGGGAGATCATCTCTGCTGTCCACATTGAGGCCTACATTGGCAGGGTCACTGTCTGTGCTGAAGCCATTGCC

ATTGGGTCTGCTGTGAGCAACGGGCAGAAGGACTTTGACACCATTGTGGCTGTCAGGCACCCCTACTCTGATGAGGTGGACAGATCCATCAGGGTGGTCA

GCCCCTGTGGCATGTGCAGAGAGCTCATCTCTGACTATGCTCCTGACTGCTTTGTGCTCATTGAGATGAATGGCAAGCTGGTCAAAACCACCATTGAGGA

ACTCATCCCCCTCAAGTACACCAGGAACTAAACCTGAATTCGCTAGAGGGCCCTATTCTATAGTGTCACCTAAATGCTAGAGCTCGCTGATCAGCCTCGA

CTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGA

GGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCAT

MetLysThrPheAsnI l eSe rG lnG lnAspLeuG luLeuVa lG luVa lA laThrG luLys I leThrMetLeuTyrGluAspAsnLysHisHi

s V a l G l y A l a A l a I l eArgThrLysThrG lyG lu I l e I l e S e r A l a V a l H i s I l e G l u A l a T y r I l eG l yA rgVa lTh rVa lCysA l aG l uA l a I l eA l a

I leG lySerA laVa lSerAsnG lyG lnLysAspPheAspThr I l eVa lA laVa lArgH isP roTyrSerAspG luVa lAspArgSer I l eArgVa lVa lS

erProCysGlyMetCysArgGluLeuI leSerAspTyrAlaProAspCysPheValLeuI leG luMetAsnGlyLysLeuVa lLysThrThr I l eG l uG l

uLeuI leProLeuLysTyrThrArgAsn•••

TyrLysLeuGlySerG lnAlaThrSerVa lH isMetGlyG luSerLeuThrProValCysLysAsnLeuAspAlaLeuTrpLysLeuAsnGlyThrMetP

heSerAsnSerThrAsnAspI l eLeu I leVa lA laPheGlnAsnAlaSerLeuGlnAspGlnG lyAspTyrVa lCysSerA laG lnAspLysLysThrLy

sLysArgHisCysLeuVa lLysG lnLeu I l e I leLeuGluArgMetAlaProMet I leThrG lyAsnLeuG luAsnG lnThrThrThr I l eG l yG l uTh r

I l eG luVa lTh rCysP roA laSe rG lyAsnP roThrP roH i s I leThrTrpPheLysAspAsnGluThrLeuValG luAspSerG ly I leValLeuArgA

spGlyAsnArgAsnLeuThrI leArgArgValArgLysGluAspGlyG lyLeuTyrThrCysGlnAlaCysAsnValLeuGlyCysAlaArgAlaG luTh

rLeuPhe I l e I l eG luG lyA la•••
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ApaLI (3425)
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3001
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4001

4101
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4401
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4601
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1

31

65

98

131

582

615

648

682

715

748



GCGCAGGGCCCAATTGCTCGAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCT
CCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

Bsp120I (5006) XhoI  (5017 )
BsrBI (5020)

NotI  (5022 )
EagI  (5023)

5001
5101


	Map
	Sequence



