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Agel (90)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAG

>
301
401
EcoRI (511) Ncol (556)
501 CATGGAGAGCAAGGTGCTGCTGGCCGTCGCCCTGTGGCTCTGCG

P1kMetGluSerLysValLeuLeuAlaValAlaLeuTrpLeuCysV
601 TGGAGACCCGGGCCGCCTCTGTGGGTTTGCCTAGTGTTTCTCTTGATCTGCCCAGGCTCAGCATACAAAAAGACATACTTACAATTAAGGCTAATACAAC
15k alGluThrArgAlaAlaSerValGlyLeuProSerValSerLeuAspLeuProArgLeuSerl leGInLysAspl leLeuThrl leLysAlaAsnThrTh
701 TCTTCAAATTACTTGCAGGGGACAGAGGGACTTGGACTGGCTTTGGCCCAATAATCAGAGTGGCAGTGAGCAAAGGGTGGAGGTGACTGAGTGCAGCGAT
48k rLeuGInl leThrCysArgGlyGInArgAspLeuAspTrpLeuTrpProAsnAsnGInSerGlySerGluGInArgValGluValThrGluCysSerAsp
801 GGCCTCTTCTGTAAGACACTCACAATTCCAAAAGTGATCGGAAATGACACTGGAGCCTACAAGTGCTTCTACCGGGAAACTGACTTGGCCTCGGTCATTT
82k GlyLeuPheCysLysThrLeuThrl leProLysVal | leGlyAsnAspThrGlyAlaTyrLysCysPheTyrArgGluThrAspLeuAlaSerVal lleT
901 ATGTCTATGTTCAAGATTACAGATCTCCATTTATTGCTTCTGTTAGTGACCAACATGGAGTCGTGTACATTACTGAGAACAAAAACAAAACTGTGGTGAT
115k yrvValTyrValGInAspTyrArgSerProPhel leAlaSerValSerAspGInHisGlyValValTyrl leThrGluAsnLysAsnLysThrValVal |
1001 TCCATGTCTCGGGTCCATTTCAAATCTCAACGTGTCACTTTGTGCAAGATACCCAGAAAAGAGATTTGTTCCTGATGGTAACAGAATTTCCTGGGACAGC
148F eProCysLeuGlySerl leSerAsnLeuAsnValSerLeuCysAlaArgTyrProGluLysArgPheValProAspGlyAsnArgl leSerTrpAspSer
1101 AAGAAGGGCTTTACTATTCCCAGCTACATGATCAGCTATGCTGGCATGGTCTTCTGTGAAGCAAAAATTAATGATGAAAGTTACCAGTCTATTATGTACA
182F LysLysGlyPheThrl leProSerTyrMetl leSerTyrAlaGlyMetValPheCysGluAlaLysl leAsnAspGluSerTyrGInSerl leMetTyr
1201 TAGTTGTCGTTGTAGGGTATAGGATTTATGATGTGGTTCTGAGTCCGTCTCATGGAATTGAACTATCTGTTGGAGAAAAGCTTGTCTTAAATTGTACAGC
215k leValValValValGlyTyrArgl leTyrAspValValLeuSerProSerHisGlyl leGluLeuSerValGlyGluLysLeuValLeuAsnCysThrAl
1301 AAGAACTGAACTAAATGTGGGGATTGACTTCAACTGGGAATACCCTTCTTCGAAGCATCAGCATAAGAAACTTGTAAACCGAGACCTAAAAACCCAGTCT
248k aArgThrGluLeuAsnValGlyl leAspPheAsnTrpGluTyrProSerSerLysHisGInHisLysLysLeuValAsnArgAspLeulLysThrGInSer
1401 GGGAGTGAGATGAAGAAATTTTTGAGCACCTTAACTATAGATGGTGTAACCCGGAGTGACCAAGGATTGTACACCTGTGCAGCATCCAGTGGGCTGATGA
282F GlySerGluMetLysLysPheLeuSerThrLeuThrl leAspGlyValThrArgSerAspGInGlyLeuTyrThrCysAlaAlaSerSerGlyLeuMetT
1501 CCAAGAAGAACAGCACATTTGTCAGGGTCCATGAAAAACCTTTTGTTGCTTTTGGAAGTGGCATGGAATCTCTGGTGGAAGCCACGGTGGGGGAGCGTGT
315k hrLysLysAsnSerThrPheValArgValHisGluLysProPheValAlaPheGlySerGlyMetGluSerLeuValGluAlaThrValGlyGluArgVa
1601 CAGAATCCCTGCGAAGTACCTTGGTTACCCACCCCCAGAAATAAAATGGTATAAAAATGGAATACCCCTTGAGTCCAATCACACAATTAAAGCGGGGCAT
348F |Argl leProAlaLysTyrLeuGlyTyrProProProGlul leLysTrpTyrLysAsnGlyl leProLeuGluSerAsnHisThrl leLysAlaGlyHis
1701 GTACTGACGATTATGGAAGTGAGTGAAAGAGACACAGGAAATTACACTGTCATCCTTACCAATCCCATTTCAAAGGAGAAGCAGAGCCATGTGGTCTCTC
382F ValLeuThrl leMetGluValSerGluArgAspThrGlyAsnTyrThrVal | leLeuThrAsnProl leSerLysGluLysGInSerHisValValSerL
1801 TGGTTGTGTATGTCCCACCCCAGATTGGTGAGAAATCTCTAATCTCTCCTGTGGATTCCTACCAGTACGGCACCACTCAAACGCTGACATGTACGGTCTA
415k euValValTyrValProProGlinl leGlyGluLysSerLeul leSerProValAspSerTyrGInTyrGlyThrThrGInThrLeuThrCysThrValTy
1901 TGCCATTCCTCCCCCGCATCACATCCACTGGTATTGGCAGTTGGAGGAAGAGTGCGCCAACGAGCCCAGCCAAGCTGTCTCAGTGACAAACCCATACCCT
448k rAlal leProProProHisHisl leHisTrpTyrTrpGlnLeuGluGluGluCysAlaAsnGluProSerGinAlaValSerValThrAsnProTyrPro
2001 TGTGAAGAATGGAGAAGTGTGGAGGACTTCCAGGGAGGAAATAAAATTGAAGTTAATAAAAATCAATTTGCTCTAATTGAAGGAAAAAACAAAACTGTAA
482k CysGluGluTrpArgSerValGluAspPheGInGlyGlyAsnLysl leGluValAsnLysAsnGInPheAlalLeul leGluGlyLysAsnLysThrValS
2101 GTACCCTTGTTATCCAAGCGGCAAATGTGTCAGCTTTGTACAAATGTGAAGCGGTCAACAAAGTCGGGAGAGGAGAGAGGGTGATCTCCTTCCACGTGAC
515k erThrLeuVal | leGInAlaAlaAsnValSerAlaLeuTyrLysCysGluAlaValAsnLysValGlyArgGlyGluArgVal I leSerPheHisValTh
2201 CAGGGGTCCTGAAATTACTTTGCAACCTGACATGCAGCCCACTGAGCAGGAGAGCGTGTCTTTGTGGTGCACTGCAGACAGATCTACGTTTGAGAACCTC
548k rArgGlyProGlul leThrLeuGInProAspMetGInProThrGluGInGluSerValSerLeuTrpCysThrAlaAspArgSerThrPheGluAsnLeu
2301 ACATGGTACAAGCTTGGCCCACAGCCTCTGCCAATCCATGTGGGAGAGTTGCCCACACCTGTTTGCAAGAACTTGGATACTCTTTGGAAATTGAATGCCA
582F ThrTrpTyrLysLeuGlyProGInProLeuProl leHisValGlyGluLeuProThrProValCysLysAsnLeuAspThrLeuTrpLysLeuAsnAlaT
2401 CCATGTTCTCTAATAGCACAAATGACATTTTGATCATGGAGCTTAAGAATGCATCCTTGCAGGACCAAGGAGACTATGTCTGCCTTGCTCAAGACAGGAA
615k hrMetPheSerAsnSerThrAsnAspl leLeul leMetGluLeuLysAsnAlaSerLeuGInAspGInGlyAspTyrValCysLeuAlaGInAspArgLy
2501 GACCAAGAAAAGACATTGCGTGGTCAGGCAGCTCACAGTCCTAGAGCGTGTGGCACCCACGATCACAGGAAACCTGGAGAATCAGACGACAAGTATTGGG
648k sThrLysLysArgHisCysValValArgGinLeuThrValLeuGluArgValAlaProThrl leThrGlyAsnLeuGluAsnGInThrThrSerl leGly
2601 GAAAGCATCGAAGTCTCATGCACGGCATCTGGGAATCCCCCTCCACAGATCATGTGGTTTAAAGATAATGAGACCCTTGTAGAAGACTCAGGCATTGTAT
682F GluSerl leGluValSerCysThrAlaSerGlyAsnProProProGlnl leMetTrpPheLysAspAsnGluThrLeuValGluAspSerGlyl leValL
2701 TGAAGGATGGGAACCGGAACCTCACTATCCGCAGAGTGAGGAAGGAGGACGAAGGCCTCTACACCTGCCAGGCATGCAGTGTTCTTGGCTGTGCAAAAGT
715F euLysAspGlyAsnArgAsnLeuThrl leArgArgValArgLysGluAspGluGlyLeuTyrThrCysGIinAlaCysSerValLeuGlyCysAlaLysVa
Nhel (2832
2801 GGAGGCATTTTTCATAATAGAAGGTGCCTAAGCTAéCTCGkCATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAAT
748F |IGluAlaPhePhel lel leGluGlyAlaeee
2901 GCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAAC
3001 AACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCATTTAAAT
3101 GTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAG

3201 CATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG

3301 TTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTA

3401 GGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGA

3501 CACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACG

3601 GCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGC




3701 TGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAG

3801 TGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAGCTGTACA

>
3901
Ncol (4088)
4001
4101
4201 cagCACGTGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACAAGGTGAGG
|- |-

BspHI (4308)
4301 AACTAAATCATGAAGACCTTCAACATCTCTCAGCAGGATCTGGAGCTGGTGGAGGTCGCCACTGAGAAGATCACCATGCTCTATGAGGACAACAAGCACC
1k¥MetLysThrPheAsnl leSerGInGInAspLeuGluLeuValGluValAlaThrGluLysl leThrMetLeuTyrGluAspAsnLysHisH
4401 ATGTCGGGGCGGCCATCAGGACCAAGACTGGGGAGATCATCTCTGCTGTCCACATTGAGGCCTACATTGGCAGGGTCACTGTCTGTGCTGAAGCCATTGC
31k isValGlyAlaAlal leArgThrLysThrGlyGlul lel leSerAlaValHisl leGluAlaTyrl leGlyArgValThrValCysAlaGluAlal leAl
4501 CATTGGGTCTGCTGTGAGCAACGGGCAGAAGGACTTTGACACCATTGTGGCTGTCAGGCACCCCTACTCTGATGAGGTGGACAGATCCATCAGGGTGGTC
64k al leGlySerAlaValSerAsnGlyGinLysAspPheAspThrl leValAlaValArgHisProTyrSerAspGluValAspArgSerl leArgValVal
4601 AGCCCCTGTGGCATGTGCAGAGAGCTCATCTCTGACTATGCTCCTGACTGCTTTGTGCTCATTGAGATGAATGGCAAGCTGGTCAAAACCACCATTGAGG
98k SerProCysGlyMetCysArgGluLeul leSerAspTyrAlaProAspCysPheValLeul leGluMetAsnGlyLysLeuValLysThrThrl leGluG
EcoRl (4737)
4701 AACTCATCCCCCTCAAGTACACCAGGAACTAAACCTGAATTCGCTAGAGGGCCCTATTCTATAGTGTCACCTAAATGCTAGAGCTCGCTGATCAGCCTCG
131F luLeul leProLeuLysTyrThrArgAsneee
4801 ACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATG
4901 AGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCA
Notl (5023
5001 TGCGCAGGGCCCAATTGCTCGAGCGGéCGCKATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTC
5101 TCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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