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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGGTGGGTAGGGATGAGGGAGGGAGGGGCATTGTGATGTACAGGGCTGCTCTGTGAG

ATCAAGGGTCTCTTAAGGGTGGGAGCTGGGGCAGGGACTACGAGAGCAGCCAGATGGGCTGAAAGTGGAACTCAAGGGGTTTCTGGCACCTACCTACCTG

CTTCCCGCTGGGGGGTGGGGAGTTGGCCCAGAGTCTTAAGATTGGGGCAGGGTGGAGAGGTGGGCTCTTCCTGCTTCCCACTCATCTTATAGCTTTCTTT

CCCCAGATCCGAATTCGAGATCCAAACCAAGGAGGAAAGGATATCACAGAGGAGACCATGGAGAGCAAGGTGCTGCTGGCCGTCGCCCTGTGGCTCTGCG

TGGAGACCCGGGCCGCCTCTGTGGGTTTGCCTAGTGTTTCTCTTGATCTGCCCAGGCTCAGCATACAAAAAGACATACTTACAATTAAGGCTAATACAAC

TCTTCAAATTACTTGCAGGGGACAGAGGGACTTGGACTGGCTTTGGCCCAATAATCAGAGTGGCAGTGAGCAAAGGGTGGAGGTGACTGAGTGCAGCGAT

GGCCTCTTCTGTAAGACACTCACAATTCCAAAAGTGATCGGAAATGACACTGGAGCCTACAAGTGCTTCTACCGGGAAACTGACTTGGCCTCGGTCATTT

ATGTCTATGTTCAAGATTACAGATCTCCATTTATTGCTTCTGTTAGTGACCAACATGGAGTCGTGTACATTACTGAGAACAAAAACAAAACTGTGGTGAT

TCCATGTCTCGGGTCCATTTCAAATCTCAACGTGTCACTTTGTGCAAGATACCCAGAAAAGAGATTTGTTCCTGATGGTAACAGAATTTCCTGGGACAGC

AAGAAGGGCTTTACTATTCCCAGCTACATGATCAGCTATGCTGGCATGGTCTTCTGTGAAGCAAAAATTAATGATGAAAGTTACCAGTCTATTATGTACA

TAGTTGTCGTTGTAGGGTATAGGATTTATGATGTGGTTCTGAGTCCGTCTCATGGAATTGAACTATCTGTTGGAGAAAAGCTTGTCTTAAATTGTACAGC

AAGAACTGAACTAAATGTGGGGATTGACTTCAACTGGGAATACCCTTCTTCGAAGCATCAGCATAAGAAACTTGTAAACCGAGACCTAAAAACCCAGTCT

GGGAGTGAGATGAAGAAATTTTTGAGCACCTTAACTATAGATGGTGTAACCCGGAGTGACCAAGGATTGTACACCTGTGCAGCATCCAGTGGGCTGATGA

CCAAGAAGAACAGCACATTTGTCAGGGTCCATGAAAAACCTTTTGTTGCTTTTGGAAGTGGCATGGAATCTCTGGTGGAAGCCACGGTGGGGGAGCGTGT

CAGAATCCCTGCGAAGTACCTTGGTTACCCACCCCCAGAAATAAAATGGTATAAAAATGGAATACCCCTTGAGTCCAATCACACAATTAAAGCGGGGCAT

GTACTGACGATTATGGAAGTGAGTGAAAGAGACACAGGAAATTACACTGTCATCCTTACCAATCCCATTTCAAAGGAGAAGCAGAGCCATGTGGTCTCTC

TGGTTGTGTATGTCCCACCCCAGATTGGTGAGAAATCTCTAATCTCTCCTGTGGATTCCTACCAGTACGGCACCACTCAAACGCTGACATGTACGGTCTA

TGCCATTCCTCCCCCGCATCACATCCACTGGTATTGGCAGTTGGAGGAAGAGTGCGCCAACGAGCCCAGCCAAGCTGTCTCAGTGACAAACCCATACCCT

TGTGAAGAATGGAGAAGTGTGGAGGACTTCCAGGGAGGAAATAAAATTGAAGTTAATAAAAATCAATTTGCTCTAATTGAAGGAAAAAACAAAACTGTAA

GTACCCTTGTTATCCAAGCGGCAAATGTGTCAGCTTTGTACAAATGTGAAGCGGTCAACAAAGTCGGGAGAGGAGAGAGGGTGATCTCCTTCCACGTGAC

CAGGGGTCCTGAAATTACTTTGCAACCTGACATGCAGCCCACTGAGCAGGAGAGCGTGTCTTTGTGGTGCACTGCAGACAGATCTACGTTTGAGAACCTC

ACATGGTACAAGCTTGGCCCACAGCCTCTGCCAATCCATGTGGGAGAGTTGCCCACACCTGTTTGCAAGAACTTGGATACTCTTTGGAAATTGAATGCCA

CCATGTTCTCTAATAGCACAAATGACATTTTGATCATGGAGCTTAAGAATGCATCCTTGCAGGACCAAGGAGACTATGTCTGCCTTGCTCAAGACAGGAA

GACCAAGAAAAGACATTGCGTGGTCAGGCAGCTCACAGTCCTAGAGCGTGTGGCACCCACGATCACAGGAAACCTGGAGAATCAGACGACAAGTATTGGG

GAAAGCATCGAAGTCTCATGCACGGCATCTGGGAATCCCCCTCCACAGATCATGTGGTTTAAAGATAATGAGACCCTTGTAGAAGACTCAGGCATTGTAT

TGAAGGATGGGAACCGGAACCTCACTATCCGCAGAGTGAGGAAGGAGGACGAAGGCCTCTACACCTGCCAGGCATGCAGTGTTCTTGGCTGTGCAAAAGT

GGAGGCATTTTTCATAATAGAAGGTGCCTAAGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAAT

GCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAAC
AACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCATTTAAAT
GTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAG

CATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG

TTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTA

GGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGA

CACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACG

GCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGC

MetGluSerLysValLeuLeuAlaValAlaLeuTrpLeuCysV

a lG luThrArgA laA laSerVa lG lyLeuProSerVa lSerLeuAspLeuProArgLeuSer I l eG lnLysAsp I l eLeuThr I leLysAlaAsnThrTh

rLeuG l n I leThrCysArgGlyGlnArgAspLeuAspTrpLeuTrpProAsnAsnGlnSerG lySerG luG lnArgValG luVa lThrG luCysSerAsp

GlyLeuPheCysLysThrLeuThr I leProLysVa l I leG lyAsnAspThrGlyAlaTyrLysCysPheTyrArgGluThrAspLeuAlaSerVal I l eT

yrVa lTyrVa lG lnAspTyrArgSerProPhe I l eA l aSe rVa l Se rAspG l nH i sG l yVa lVa lTy r I leThrGluAsnLysAsnLysThrValVa l I l

eProCysLeuGlySer I leSerAsnLeuAsnValSerLeuCysAlaArgTyrProGluLysArgPheValProAspGlyAsnArgI leSerTrpAspSer

LysLysG lyPheThr I l eP roSerTyrMet I l eSerTyrA laG lyMetVa lPheCysG luA laLys I l eAsnAspG luSerTyrG lnSer I l eMetTyr I

l eVa lVa lVa lVa lG l yTy rA rg I l eTy rAspVa lVa lLeuSe rP roSe rH i sG ly I leG luLeuSerVa lG lyG luLysLeuVa lLeuAsnCysThrA l

aArgThrG luLeuAsnVa lG ly I leAspPheAsnTrpGluTyrProSerSerLysHisG lnHisLysLysLeuValAsnArgAspLeuLysThrGlnSer

G lySerG luMetLysLysPheLeuSerThrLeuThr I leAspGlyVa lThrArgSerAspGlnG lyLeuTyrThrCysAlaA laSerSerG lyLeuMetT

hrLysLysAsnSerThrPheVa lArgVa lH isG luLysProPheVa lA laPheG lySerG lyMetG luSerLeuVa lG luA laThrVa lG lyG luArgVa

lA rg I l eP roA laLysTy rLeuG lyTy rP roP roP roG lu I leLysTrpTyrLysAsnG ly I l eP roLeuG luSerAsnH isThr I l e Ly sA l aG l yH i s

Va lLeuThr I leMetG luVa lSerG luArgAspThrG lyAsnTyrThrVa l I leLeuThrAsnPro I l eSe rLysG luLysG lnSe rH i sVa lVa lSe rL

euVa lVa lTy rVa l P roP roG ln I l eG l yG luLysSe rLeu I leSerProVa lAspSerTyrG lnTyrG lyThrThrG lnThrLeuThrCysThrVa lTy

r A l a I l e P r o P r o P r o H i s H i s I l eH i sT rpTyrTrpG lnLeuG luG luG luCysA laAsnG luP roSerG lnA laVa lSe rVa lThrAsnProTyrP ro

CysG luG luTrpArgSerVa lG luAspPheG lnG lyG lyAsnLys I leG luVa lAsnLysAsnGlnPheAlaLeu I leG luG lyLysAsnLysThrVa lS

erThrLeuVal I l eG lnA laA laAsnVa lSerA laLeuTyrLysCysG luA laVa lAsnLysVa lG lyArgG lyG luArgVa l I l eSerPheH isVa lTh

rA rgG l yP roG l u I leThrLeuGlnProAspMetGlnProThrG luG lnG luSerVa lSerLeuTrpCysThrAlaAspArgSerThrPheGluAsnLeu

ThrTrpTyrLysLeuG lyProG lnProLeuPro I leH isValG lyGluLeuProThrProValCysLysAsnLeuAspThrLeuTrpLysLeuAsnAlaT

hrMetPheSerAsnSerThrAsnAspI l eLeu I leMetGluLeuLysAsnAlaSerLeuGlnAspGlnGlyAspTyrValCysLeuAlaGlnAspArgLy

sThrLysLysArgH isCysVa lVa lArgG lnLeuThrVa lLeuG luArgVa lA laProThr I l eThrG lyAsnLeuG luAsnG lnThrThrSer I l e G l y

G l uSe r I l eG luVa lSe rCysThrA laSe rG lyAsnP roP roP roG ln I leMetTrpPheLysAspAsnGluThrLeuValG luAspSerGly I l eVa lL

euLysAspGlyAsnArgAsnLeuThrI leArgArgValArgLysGluAspGluG lyLeuTyrThrCysGlnAlaCysSerVa lLeuGlyCysAlaLysVa

lG luA laPhePhe I l e I l eG luG lyA la•••
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TGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAG

TGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAGCTGTACACTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCT

CCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCAT

GCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTA

ATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCTGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAAGC

TCCCGGGAGCTTGTATATCCATTTTCGGATCTGATcagCACGTGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACAAGGTGAGG

AACTAAATCATGAAGACCTTCAACATCTCTCAGCAGGATCTGGAGCTGGTGGAGGTCGCCACTGAGAAGATCACCATGCTCTATGAGGACAACAAGCACC

ATGTCGGGGCGGCCATCAGGACCAAGACTGGGGAGATCATCTCTGCTGTCCACATTGAGGCCTACATTGGCAGGGTCACTGTCTGTGCTGAAGCCATTGC

CATTGGGTCTGCTGTGAGCAACGGGCAGAAGGACTTTGACACCATTGTGGCTGTCAGGCACCCCTACTCTGATGAGGTGGACAGATCCATCAGGGTGGTC

AGCCCCTGTGGCATGTGCAGAGAGCTCATCTCTGACTATGCTCCTGACTGCTTTGTGCTCATTGAGATGAATGGCAAGCTGGTCAAAACCACCATTGAGG

AACTCATCCCCCTCAAGTACACCAGGAACTAAACCTGAATTCGCTAGAGGGCCCTATTCTATAGTGTCACCTAAATGCTAGAGCTCGCTGATCAGCCTCG

ACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATG
AGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCA

TGCGCAGGGCCCAATTGCTCGAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTC
TCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

MetLysThrPheAsnI l eSe rG lnG lnAspLeuG luLeuVa lG luVa lA laThrG luLys I leThrMetLeuTyrGluAspAsnLysHisH

i s V a l G l y A l a A l a I l eArgThrLysThrG lyG lu I l e I l e S e r A l a V a l H i s I l e G l u A l a T y r I l eG l yA rgVa lTh rVa lCysA l aG l uA l a I l eA l

a I leG lySerA laVa lSerAsnG lyG lnLysAspPheAspThr I l eVa lA laVa lArgH isP roTyrSerAspG luVa lAspArgSer I leArgVa lVa l

SerProCysGlyMetCysArgGluLeuI leSerAspTyrAlaProAspCysPheValLeuI leG luMetAsnGlyLysLeuVa lLysThrThr I l eG l uG

luLeu I leProLeuLysTyrThrArgAsn•••
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