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Pvul (8) EcoNI (97)
Sgfl (7) Agel (90)
GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (292)
Psp14061 (204) Hindl11 (246) EcoNI (288)
GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

Nael (442)
SnaBl (542)
Kasl (536) EcoRV (551) Eco47111 (590)

gtaagtgatatctactagatttatcaaaaagagtgttgacttgtgagcgctcacaa

Sall (630) SgrAl (669) BsrGl (691)
ttgatacttagattcatcgagagggacacgtcgactactaaccttcttctctttcctacagCTGAGATCACCGGCGAAGGAGGGCCACCATGTACAGGAT
> FMetTyrArgMe
EcoRI (743)

GCAACTCCTGTCTTGCATTGCACTAAGTCTTGCACTTGTCACGAATTCTTATGAGAAGCCTGCTCTGCATTTGGCTGCTCTGAACATGCCATTTTCTGGG
F tGInLeuLeuSerCysl leAlaLeuSerLeuAlaLeuValThrAsnSerTyrGluLysProAlaLeuHisLeuAlaAlaLeuAsnMetProPheSerGly
PshAl (847)
Pstl (841) Bglll (890)
GACATTCGAGCTGATTTTCAGTGCTTCAAGCAGGCCAGAGCTGCAGGACTGTTGTCCACCTACCGAGCATTCTTATCTTCCCATTTGCAAGATCTGTCCA
F Aspl leArgAlaAspPheGInCysPhelLysGInAlaArgAlaAlaGlyLeuLeuSerThrTyrArgAlaPhelLeuSerSerHisLeuGIlnAspLeuSerT
Scal (956) Mscl (989)
CCATTGTGAGGAAAGCAGAGAGATACAGCCTTCCCATAGTGAACCTCAAGGGCCAAGTACTTTTTAATAATTGGGACTCAATTTTTTCTGGCCACGGAGG
FhrilevValArgLysAlaGluArgTyrSerLeuProl leValAsnLeuLysGlyGlnValLeuPheAsnAsnTrpAspSerl lePheSerGlyHisGlyGl
Ncol (1100)
TCAGTTCAATATGCATATTCCAATATACTCCTTTGATGGTCGAGACATAATGACAGATCCTTCTTGGCCCCAGAAAGTCATTTGGCATGGCTCCAGCCCC
F yGInPheAsnMetHisl leProl leTyrSerPheAspGlyArgAspl leMetThrAspProSerTrpProGinLysVal | leTrpHisGlySerSerPro
Sacll (1144)
CATGGCGTCCGCCTTGTGGATAACTACTGTGAAGCATGGCGAACCGCGGACACAGCGGTCACGGGACTTGCCTCCCCGCTGAGCACGGGGAAGATTCTGG
F HisGlyValArgLeuValAspAsnTyrCysGluAlaTrpArgThrAlaAspThrAlaValThrGlyLeuAlaSerProLeuSerThrGlyLysl leLeuA
BspHI (1258) Nhel (1281)
ACCAGAAAGCATACAGCTGTGCTAATCGGCTAATTGTCCTATGTATCGAAAACAGTTTCATGACAGACGCTAGGAAGTAAGCTAGCTCGACATGATAAGA
F spGinLysAlaTyrSerCysAlaAsnArgLeul leValLeuCysl leGluAsnSerPheMetThrAspAlaArgLyseee
TACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGA

Hpal (1444)
TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAG
Pacl (1551)
Swal (1542) BspLU11l (1561)

GTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCATTTAAATGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAA

AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTA

TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAA

ApalLl (1875)
GCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGA

CCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCG

AGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTA

CCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAA

Pacl (2291)
AGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAGC
-
BsrGl (2301)
TGTACA
Ncol (2537)
Avrll (2630)
Stul (2627) Smal (2651) BbrPl (2688) Asel (2700)
cagCACGTGTTGACAA
-
Xmnl (2761)
BspHI (2757)

TTAATCATCGGCATAGTATATCGGCATAGTATAATACGACAAGGTGAGGAACTAAATCATGAAGACCTTCAACATCTCTCAGCAGGATCTGGAGCTGGTG
> FMetLysThrPheAsnl leSerGInGInAspLeuGluLeuVal




GAGGTCGCCACTGAGAAGATCACCATGCTCTATGAGGACAACAAGCACCATGTCGGGGCGGCCATCAGGACCAAGACTGGGGAGATCATCTCTGCTGTCC
F GluVvalAlaThrGluLysl leThrMetLeuTyrGluAspAsnLysHisHisValGlyAlaAlal leArgThrLysThrGlyGlul lel leSerAlaValH
Stul (2907)
ACATTGAGGCCTACATTGGCAGGGTCACTGTCTGTGCTGAAGCCATTGCCATTGGGTCTGCTGTGAGCAACGGGCAGAAGGACTTTGACACCATTGTGGC
Fisl leGluAlaTyrl leGlyArgValThrValCysAlaGluAlal leAlal leGlySerAlaValSerAsnGlyGinLysAspPheAspThrl leValAl
BstX1 (3036) Sacl (3071)
TGTCAGGCACCCCTACTCTGATGAGGTGGACAGATCCATCAGGGTGGTCAGCCCCTGTGGCATGTGCAGAGAGCTCATCTCTGACTATGCTCCTGACTGC
F aValArgHisProTyrSerAspGluValAspArgSerl leArgValValSerProCysGlyMetCysArgGluLeul leSerAspTyrAlaProAspCys
EcoRlI (3186)

TTTGTGCTCATTGAGATGAATGGCAAGCTGGTCAAAACCACCATTGAGGAACTCATCCCCCTCAAGTACACCAGGAACTAAACCTGAATTCGCTAGAGGEG

F PheVallLeul leGluMetAsnGlyLysLeuValLysThrThrl leGluGluLeul leProLeuLysTyrThrArgAsneee

Sacl (3230)

CCCTATTCTATAGTGTCACCTAAATGCTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCT
TCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTG

Eagl (3473)

Notl (3472)

BsrBI (3470)

Fspl (3450) Xhol (3467)
GGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCATGCGCAGGGCCCAATTGCTCGAGCGGCCGCAATAAAATATCTTTATTTTCA
TTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCA
GTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	Map
	Sequence



